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Distance (in bp) from the End of the PCR Fragment Distance (in bp) from the End of the PCR Fragment
Enzyme 0 1 2 3 Enzyme 0 1 2 3
Apal - - + + Pstl — — + +
BamHI - + + + Sacl - + + +
BstXI - + + + Sall + + + +
Clal - + + + Smal - + + +
EcoRl — + + + Spel + + + +
EcoRV - + + + Xbal - + + +
Hindlll - - + + Xhol - - + +
Notl - - + +
PCR products in which the end of the restriction enzyme recognition sequence was flush with the end of the product 0, 1, 2 or 3 base pairs away from the end of the product were tested with a variety of
enzymes (1). Purified PCR fragments (10-50ng) were digested with 0.5 units of restriction enzyme in 10l of the appropriate reaction buffer for 45 minutes. Digestion is indi as follows: (+),
not (-) and not rep ible (). Data are the result of at least duplicate experiments and are reproduced here by permission of Eaton Publishing.
Reference

1. Zimmermann, K. et al. (1998) Digestion of terminal restriction endonuclease recognition sites on PCR products. BioTechniques 24, 582.

L
O
P
L
oc
L
L
L
oc
—
<<
@)
P
I
@)
L
|_

PROMEGA CORPORATION
2800 WOODS HOLLOW ROAD
MADISON, WI 53711-5399 USA

TELEPHONE 608-274-4330
©2010 ALL RIGHTS RESERVED

www.promega.com
PART #GE644




